
Supplemental figure 2.  Xbal, SpeI and NotI PFGE patterns of 47 isolates sequenced in this study. PFGE subtyping 
was performed according to the CDC PulseNet protocol.  BioNumerics version 5.1 (Applied Maths, Austin, TX) was 
used to analyze the PFGE patterns.  The PFGE patterns are ordered according to their alphabetical pattern designa-
tion.


